Supplementary discussion
consists of two modules orientated at an angle of 90° to one another (Davies et al., 2001 , Nicholas et al., 2003 . The core enzymatic domain is conserved among PBP5, PBP6, and PBP6B (DacD) and probably contains the epitopes that are recognized by a large fraction of IgG molecules in PBP5 antiserum, and which therefore cross-react with PBP6. The second PBP5 module is β-sheet rich and contains the carboxy-terminal membrane associated amphipathic helix. This domain is much less conserved (Nelson & Young, 2001 ) and may allow selection of a subset of IgG molecules that can discriminate between PBPs 5 and 6.
Although our affinity purified antiserum clearly cross-reacted with PBP6 as determined by immunoblot analysis, we were able to purify the antiserum further by absorbing cross-reacting species to a cell extract derived from an E. coli strain lacking PBP5. However, whether we used this PBP5-specific antiserum or the original cross-reacting antiserum to visualize the cellular distribution of the PBPs, the pattern of PBP5 localization was the same. Since the cross-reacting antibody would also be expected to bind to PBP6, the results indicate either that PBPs 5 and 6 have exactly the same localization pattern and the same substrate dependence for localization, or else that PBP6 is not expressed at high levels in logarithmic phase wild type cells. 
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